Presentation title:  Exploring the interactome of Anilin-like protein Mid1 during cytokinesis by using genetic code expansion


[bookmark: _GoBack]Abstract:
Cytokinesis depends on the formation of an actomyosin ring and its proper positioning in the middle of the cell; its constriction ultimate in the division of the cell. In fission yeast (S. pombe) the correct positioning of the actomyosin ring is crucial for a proper cell division.
The Anilin-like protein Mid1 is crucial for the correct positioning of the actomyosin ring in the middle of the cell, but later on it leaves the ring during maturation and constriction. Therefore there should be a mechanism that is going to replace the preservation of the ring at the correct position in the middle of the cell. There are some proteins that are good candidates for the replacement of Mid1, proteins that interact with Mid1 either directly or indirectly, like IQGAP protein Rng2 or  F-BAR domain containing protein Cdc15. 
My PhD hypothesis is to test the interacting partners of Mid1 during actomyosin ring assembly and ring maturation, by cross-linking protein-protein interaction. For this aim I'll incorporate un-natural amino acids (unAAs) into the Anilin-like protein through genetic code expansion. This is a powerful tool for site-specific incorporation of unAAs, such as the photo-crosslinker Benzoyl-phenylalanine, that will allow to map where the interaction between Mid1 and its interacting partners takes place.
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