My favourite websites

Literature:

pubmed: http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?DB=pubmed 
Wos: http://portal.isiknowledge.com/portal.cgi?DestApp=WOS&Func=Frame&Init=Yes&SID=W2LmmC@oOcdaH45Oj2G 
Information on proteins: 
Expasy: http://www.expasy.org/ 
Also note the various links from the niceprot pages (eg cross-references to other databases, including structures, protein families  etc....
and useful tools to analyse sequence data (right at the bottom, eg ProtParam etc.)

Protein structures:
EBI MSD: http://www.ebi.ac.uk/msd/ 
There are many other sites, but this one has the nicest search interface
Metal sites in proteins: MDB: http://metallo.scripps.edu/ 
Info on protein NMR data: BioMagResBank: http://www.bmrb.wisc.edu/ 
Info on chemical elements: Webelements: http://www.webelements.com/ 
General source of information on biological and medical background: 
NCBI entrez: http://www.ncbi.nlm.nih.gov/gquery/gquery.fcgi 
Programs and web interfaces

Swiss pdb viewer: For looking at ("analysing") protein structures. http://www.expasy.org/spdbv/  
BLAST: Searching for homologous proteins, yields pairwise alignments and allows to retrieve sequence data
Many different sites, but I tend to use the one at NCBI.

ClustalW or ClustalX: allows multiple sequences alignments. Can be used through web or can be downloaded.
jpred: Prediction of secondary structure. http://www.compbio.dundee.ac.uk/~www-jpred/ 
Pretty pictures: MOLMOL, PovRAY (can be used in conjunction with swiss pdb viewer).
